The draft genome sequence of Janthinobacterium sp. strain SLB01, a violacein-producing psychrotolerant bacterium isolated from the diseased sponge Lubomirskia baicalensis, was determined. We identified five genes encoding VioA, VioB, VioC, VioD, and VioE proteins related to violacein biosynthesis that were like those identified in published Janthinobacterium lividum strains MTR and RIT308.
We identified five genes similar to violacein biosynthesis genes vioA, vioB, vioC, vioD, and vioE, which are present in the genomes of Janthinobacterium lividum strains MTR and RIT308 (10, 11) , as well as the genes encoding ␣-hydroxy ketone quorum-sensing regulons such as CAI-1/LAI-1-like autoinducer synthase JqsA, CAI-1/LAI-1-like autoinducer sensor kinase/phosphatase JqsS, and the response regulator JqsR. In addition, we found genes associated with twitching motility (encoding tip-associated adhesin PilY1 and type IV pilus secretin PilQ PilW family protein) and the T6 secretion system (encoding membrane subunit TssM, baseplate subunits TssE, TssF, and TssK, and lipoprotein TssJ), which can be associated with the pathogenicity of Janthinobacterium sp. isolates for sponges. This knowledge is useful for understanding the role of Janthinobacterium spp. in the disease and death of Baikal sponges.
Data availability. This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank and in the Sequence Read Archive (SRA) under BioProject number PRJNA565495, BioSample number SAMN12748851, and accession number VZAB00000000. The versions described in this paper are the first versions.
